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fophilin 40 seemed to be highly interesting because is the only Cyclophilin
i get phosphorylated at the amastigote stage and binds to HSPs,

Ve searched [or paralogues and proposed two Leishmania infantum proteins
hat, if mutated toghether with.the@yclophilin 40, could generate a lethal
phenotipe in the parasite: A41935_LEIN (CYP 4) andS84HS03 LEIIN (CYP

! + We analyzed the Cyclophilin-Cyclosporin A complex from a
-ﬁ structural peint of view: the protein does not undergo any
conformational change binding the ligand.

Furthermore the residues of the binding pocker are
conserved between human and leishmania.

T

= The Cyclophilin-Cyclosporin A complex in human inhibit
the phosphatase Calcineruin.

= Through sequences and structures analysis we propose the
parasite Calcineurin as likely to be implicated in the
leishmanicidal effect of Cyclosporin A.
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Leishmania infantum model of Cyclophilin 40
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Obstacle for the
creation of a CsA
analog able to bind
the leishmania
cyclophilins but not
the human ones.

» The Cyclophilin-Cyclosporin A complex in human inhibit
the phosphatase Calcineruin.

- Through sequences and structures analysis we propose the
parasite Calcineurin as likely to be implicated in the
leishmanicidal effect of Cyclosporin A.
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Project description:

Creation of a tool for syste ist showing new metabolic pathways
that have been integrated in the yeast Saccharomyces cerevisiae.

This work can help the computationally-driven engineering production
of important metabolites useful for different applications, from biofuel
to food industry.
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